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SEQUENCE LISTING 



<110> Takeda Pharmaceutical Company Limited 
N AK AN I S H I , At sushi 
HIKICHI, Yukiko 
UNO, Yumiko 

<120> Novel Protein and DNA Thereof 

<130> 2007_0367 

<140> 10506308 
<141> 2004-09-01 

<141> 2004-09-01 

<150> JP 2002-061133 
<151> 2002-03-06 

<150> JP 2002-098852 
<151> 2002-04-01 

<150> JP 2002-184883 
<151> 2002-06-25 

<160> 86 

<210> 1 
<211> 724 
<212> PRT 

<213> Homo sapiens 
<400> 1 

Met Lys Ser Ala Lys Gly lie Glu Asn Leu Ala Phe Val Pro Ser Ser 

5 10 15 

Pro Asp lie Leu Arg Arg Leu Ser Ala Ser Pro Ser Gin lie Glu Val 

20 25 30 

Ser Ala Leu Ser Ser Asp Pro Gin Arg Glu Asn Ser Gin Pro Gin Glu 

35 40 45 

Leu Gin Lys Pro Gin Glu Pro Gin Lys Ser Pro Glu Pro Ser Leu Pro 

50 55 60 

Ser Ala Pro Pro Asn Val Ser Glu Glu Lys Leu Arg Ser Leu Ser Leu 
65 70 75 80 

Ser Glu Phe Glu Glu Gly Ser Tyr Gly Trp Arg Asn Phe His Pro Gin 

85 90 95 

Cys Leu Gin Arg Cys Asn Thr Pro Gly Gly Phe Leu Leu His Tyr Cys 

100 105 110 

Leu Leu Ala Val Thr Gin Gly lie Val Val Asn Gly Leu Val Asn lie 

115 120 125 

Ser lie Ser Thr Val Glu Lys Arg Tyr Glu Met Lys Ser Ser Leu Thr 

130 135 140 

Gly Leu lie Ser Ser Ser Tyr Asp lie Ser Phe Cys Leu Leu Ser Leu 
145 150 155 160 

Phe Val Ser Phe Phe Gly Glu Arg Gly His Lys Pro Arg Trp Leu Ala 

165 170 175 

Phe Ala Ala Phe Met lie Gly Leu Gly Ala Leu Val Phe Ser Leu Pro 
180 185 190 



Gin Phe Phe Ser Gly Glu Tyr Lys Leu Gly Ser Leu Phe Glu Asp Thr 

195 200 205 

Cys Val Thr Thr Arg Asn Ser Thr Ser Cys Thr Ser Ser Thr Ser Ser 

210 215 220 

Leu Ser Asn Tyr Leu Tyr Val Phe lie Leu Gly Gin Leu Leu Leu Gly 
225 230 235 240 

Ala Gly Gly Thr Pro Leu Tyr Thr Leu Gly Thr Ala Phe Leu Asp Asp 

245 250 255 

Ser Val Pro Thr His Lys Ser Ser Leu Tyr lie Gly Thr Gly Tyr Ala 

260 265 270 

Met Ser lie Leu Gly Pro Ala lie Gly Tyr Val Leu Gly Gly Gin Leu 

275 280 285 

Leu Thr lie Tyr lie Asp Val Ala Met Gly Glu Ser Thr Asp Val Thr 

290 295 300 

Glu Asp Asp Pro Arg Trp Leu Gly Ala Trp Trp lie Gly Phe Leu Leu 
305 310 315 320 

Ser Trp lie Phe Ala Trp Ser Leu lie lie Pro Phe Ser Cys Phe Pro 

325 330 335 

Lys His Leu Pro Gly Thr Ala Glu lie Gin Ala Gly Lys Thr Ser Gin 

340 345 350 

Ala His Gin Ser Asn Ser Asn Ala Asp Val Lys Phe Gly Lys Ser lie 

355 360 365 

Lys Asp Phe Pro Ala Ala Leu Lys Asn Leu Met Lys Asn Ala Val Phe 

370 375 380 

Met Cys Leu Val Leu Ser Thr Ser Ser Glu Ala Leu lie Thr Thr Gly 
385 390 395 400 

Phe Ala Thr Phe Leu Pro Lys Phe lie Glu Asn Gin Phe Gly Leu Thr 

405 410 415 

Ser Ser Phe Ala Ala Thr Leu Gly Gly Ala Val Leu lie Pro Gly Ala 

420 425 430 

Ala Leu Gly Gin lie Leu Gly Gly Phe Leu Val Ser Lys Phe Arg Met 

435 440 445 

Thr Cys Lys Asn Thr Met Lys Phe Ala Leu Phe Thr Ser Gly Val Ala 

450 455 460 

Leu Thr Leu Ser Phe Val Phe Met Tyr Ala Lys Cys Glu Asn Glu Pro 
465 470 475 480 

Phe Ala Gly Val Ser Glu Ser Tyr Asn Gly Thr Gly Glu Leu Gly Asn 

485 490 495 

Leu lie Ala Pro Cys Asn Ala Asn Cys Asn Cys Ser Arg Ser Tyr Tyr 

500 505 510 

Tyr Pro Val Cys Gly Asp Gly Val Gin Tyr Phe Ser Pro Cys Phe Ala 

515 520 525 

Gly Cys Ser Asn Pro Val Ala His Arg Lys Pro Lys Val Tyr Tyr Asn 

530 535 540 

Cys Ser Cys lie Glu Arg Lys Thr Glu lie Thr Ser Thr Ala Glu Thr 
545 550 555 560 

Phe Gly Phe Glu Ala Lys Ala Gly Lys Cys Glu Thr His Cys Ala Lys 

565 570 575 

Leu Pro lie Phe Leu Cys lie Phe Phe lie Val lie lie Phe Thr Phe 

580 585 590 

Met Ala Gly Thr Pro lie Thr Val Ser lie Leu Arg Cys Val Asn His 

595 600 605 

Arg Gin Arg Ser Leu Ala Leu Gly lie Gin Phe Met Val Leu Arg Leu 

610 615 620 

Leu Gly Thr lie Pro Gly Pro lie lie Phe Gly Phe Thr lie Asp Ser 
625 630 635 640 

Thr Cys lie Leu Trp Asp lie Asn Asp Cys Gly lie Lys Gly Ala Cys 



Trp lie Tyr Asp Asn lie Lys Met Ala His Met Leu Val Ala lie Ser 

660 665 670 

Val Thr Cys Lys Val lie Thr Met Phe Phe Asn Gly Phe Ala lie Phe 

675 680 685 

Leu Tyr Lys Pro Pro Pro Ser Ala Thr Asp Val Ser Phe His Lys Glu 

690 695 700 

Asn Ala Val Val Thr Asn Val Leu Ala Glu Gin Asp Leu Asn Lys lie 

705 710 715 720 
Val Lys Glu Gly 

<210> 2 
<211> 2172 
<212> DNA 

<213> Homo sapiens 
<400> 2 

atgaagagcg ccaaaggtat tgagaacttg gcttttgtcc cctccagccc agacatcctg 60 

cgccgcttgt ctgcgtcgcc ctcccaaatc gaagtctctg ccttgtcctc tgacccccaa 120 

agagagaatt ctcagccaca ggagcttcag aagccccagg agccccagaa gtcacccgag 180 

ccatctctgc cttcagcccc tcccaatgtc tccgaagaga agctccggtc actgtcgctg 240 

tccgagtttg aggaggggtc ttacggctgg aggaacttcc atcctcaatg tctccagcgc 300 

tgcaacacac ctggaggctt tctgcttcac tactgcctct tggccgtcac gcaaggtatt 360 

gtagttaatg gcctagtaaa tattagcatt tccactgttg agaagcgtta tgaaatgaag 420 

agttccctga ctggcctgat ttcatcaagc tacgatattt cattctgttt gttgtcttta 480 

tttgtatcat tctttggtga aagaggacat aagccgagat ggcttgcatt tgcagccttt 540 

atgattggac tgggagcact tgtattctca ttgccacaat ttttcagtgg agaatataaa 600 

ttggggtctc tttttgaaga cacttgtgta acaacaagga atagcaccag ttgtacatct 660 

tcaacttctt cactttctaa ctacttgtat gtcttcatct tgggacaact attgctgggg 720 

gcaggaggaa ctcctcttta tactctggga acagcctttc ttgatgattc tgtgcccaca 780 

cacaagtctt ctctctatat aggaaccggt tatgctatgt caatcttagg ccctgctatt 840 

ggctatgtat tgggaggaca actgctaacc atatacattg atgttgctat gggagaaagc 900 

actgatgtca ctgaggatga tccgcgatgg ttgggagctt ggtggattgg gtttcttcta 960 

tcatggatct ttgcttggtc tttaataata cctttttctt gctttccaaa acatttacca 1020 

ggtacagcag aaattcaagc tggaaaaact tcccaggctc atcagagtaa tagtaatgca 1080 

gatgtgaaat ttggaaaaag tattaaagat tttccagctg ctctaaagaa tttgatgaag 1140 

aatgctgtct ttatgtgttt agttctatca acttcttcag aagccttaat tactactgga 1200 

tttgctacat ttttacctaa atttatagaa aatcaattcg gattgacatc cagcttcgca 12 60 

gctactcttg gaggggctgt tttaattcct ggagctgctc tcggtcaaat tttaggtggc 1320 

ttccttgttt caaaattcag aatgacatgt aaaaacacaa tgaagtttgc actgttcaca 1380 

tctggagttg cacttacgct gagttttgta tttatgtatg ccaaatgtga aaatgagcca 1440 

tttgctggtg tatctgaatc atataatggg actggagaat tgggaaactt gatagcccct 1500 

tgtaatgcca attgtaactg ttcgcgatca tattattatc ctgtctgtgg agatggagtc 1560 

caatattttt ctccctgctt tgcaggctgt tcaaacccag ttgcacacag gaagccaaag 1620 

gtatattaca actgttcctg tattgaaagg aaaacagaaa taacatccac tgcagaaact 1680 

tttggttttg aagctaaagc tggaaaatgt gaaactcatt gtgcgaaact gcccatattc 1740 

ctttgcattt tctttattgt aattattttt acctttatgg ccggtactcc tataactgtg 1800 

tctatcctaa ggtgtgttaa tcacagacaa cggtccctag ccttgggaat acaatttatg 1860 

gtccttcgat tattaggaac aattcctgga ccaattatat ttggtttcac aatagacagc 1920 

acatgtattc tttgggatat aaatgattgt ggaattaaag gagcttgctg gatttatgat 1980 

aacatcaaga tggcccatat gctagtagcc ataagtgtta cttgtaaagt tatcaccatg 2040 

ttcttcaatg gatttgcaat ctttttgtat aaaccacctc catcagccac agatgtgtca 2100 

tttcataaag agaatgcagt tgtgactaat gttttagcag aacaggatct caacaaaata 2160 

gtaaaagaag gg 2172 



<210> 3 
<211> 27 



<212> DNA 

<213> Artificial Sequence 



<220> 

<223> Primer 
<400> 3 

ccatcctaat acgactcact atagggc 27 

<210> 4 
<211> 26 
<212> DNA 

<213> Artificial Sequence 

<220> 

<223> Primer 
<400> 4 

aaacccaatc caccaagctc ccaacc 26 

<210> 5 
<211> 23 
<212> DNA 

<213> Artificial Sequence 

<220> 

<223> Primer 
<400> 5 

actcactata gggctcgagc ggc 23 

<210> 6 

<211> 25 

<212> DNA 

<213> Artificial Sequence 

<220> 

<223> Primer 

<400> 6 

ccaatccacc aagctcccaa ccatc 25 

<210> 7 

<211> 28 

<212> DNA 

<213> Artificial Sequence 

<220> 

<223> Primer 

<400> 7 

gttcctccag ccgtaagacc cctcctca 28 

<210> 8 
<211> 25 
<212> DNA 

<213> Artificial Sequence 



<220> 

<223> Primer 



<400> 8 



cggagacatt gggaggggct gaagg 



25 



<210> 9 

<211> 28 

<212> DNA 

<213> Artificial Sequence 

<220> 

<223> Primer 

<400> 9 

ttgggagctt ggtggattgg gtttcttc 28 

<210> 10 
<211> 29 
<212> DNA 

<213> Artificial Sequence 

<220> 

<223> Primer 



<210> 11 

<211> 20 

<212> DNA 

<213> Artificial Sequence 

<220> 

<223> Primer 

<400> 11 

cacgggggcg ctgtcacctg 20 

<210> 12 

<211> 25 

<212> DNA 

<213> Artificial Sequence 

<220> 

<223> Primer 



<400> 



10 



gggactggag aattgggaaa cttgatagc 



29 



<400> 



12 



atcgaggtaa attttccagg tgtaa 



25 



<210> 13 



<211> 23 



<212> DNA 



<213> Artificial Sequence 



<220> 



<223> Primer 



<400> 13 



agggacctgg ctctgctgct ctg 



23 



<210> 14 

<211> 25 

<212> DNA 

<213> Artificial Sequence 

<220> 

<223> Primer 

<400> 14 

aacagtcttc tcttttccca tttca 25 

<210> 15 
<211> 16 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Primer 



<210> 16 
<211> 17 
<212> DNA 

<213> Artificial Sequence 

<220> 

<223> Primer 
<400> 16 

caggaaacag ctatgac 17 

<210> 17 
<211> 24 
<212> DNA 

<213> Artificial Sequence 

<220> 

<223> Primer 



<400> 



15 



gtaaaacgac ggccag 



16 



<400> 



17 



ctgggaacag cctttcttga tgat 



24 



<210> 18 



<211> 24 



<212> DNA 



<213> Artificial Sequence 



<220> 

<223> Primer 



<400> 18 

cagcaagctc ctttaattcc acaa 



24 



<210> 19 

<211> 21 

<212> DNA 

<213> Artificial Sequence 

<220> 

<223> Primer 

<400> 19 

tgggaggaca actgctaacc a 21 

<210> 20 

<211> 20 

<212> DNA 

<213> Artificial Sequence 

<220> 

<223> Primer 

<400> 20 

atcgcggatc atcctcagtg 20 

<210> 21 

<211> 32 

<212> DNA 

<213> Artificial Sequence 

<220> 

<223> Probe 

<400> 21 

cattgatgtt gctatgggag 

<210> 22 
<211> 782 
<212> DNA 

<213> Homo sapiens 
<400> 22 

aagtcacccg agccatctct 
tcactgtcgc tgtccgagtt 
tgtctccagc gctgcaacac 
acgcaaggta ttgtagttaa 
tatgaaatga agagttccct 
ttgttgtctt tatttgtatc 
tttgcagcct ttatgattgg 
ggagaatata aattggggtc 
agttgtacat cttcaacttc 
ctattgctgg gggcaggagg 
tctgtgccca cacacaagtc 
ggccctgcta ttggctatgt 
atgggagaaa gcactgatgt 
gg 



aaagcactga tg 32 



gccttcagcc cctcccaatg tctccgaaga gaagctccgg 60 

tgaggagggg tcttacggct ggaggaactt ccatcctcaa 120 

acctggaggc tttctgcttc actactgcct cttggccgtc 180 

tggcctagta aatattagca tttccactgt tgagaagcgt 240 

gactggcctg atttcatcaa gctacgatat ttcattctgt 300 

attctttggt gaaagaggac ataagccgag atggcttgca 360 

actgggagca cttgtattct cattgccaca atttttcagt 420 

tctttttgaa gacacttgtg taacaacaag gaatagcacc 480 

ttcactttct aactacttgt atgtcttcat cttgggacaa 540 

aactcctctt tatactctgg gaacagcctt tcttgatgat 600 

ttctctctat ataggaaccg gttatgctat gtcaatctta 660 

attgggagga caactgctaa ccatatacat tgatgttgct 720 

cactgaggat gatccgcgat ggttgggagc ttggtggatt 7 80 



<210> 23 
<211> 485 
<212> DNA 

<213> Homo sapiens 
<400> 23 

ctaacgcccc cgctcagcgc tctgcgctcc agacagctgc gagctggagt aggaaggttc 60 

aggcggtggc ggagagtgcg ctggaggctg gagggccagg aggcgggaag cttcccgcac 120 

gggggcgctg tcacctgcct gtgggaggag ccagagaggg acctggctct gctgctctga 180 

agcaccggag tcgggagaac ccatccagac atgaagagcg ccaaaggtat tgagaacttg 2 40 

gcttttgtcc cctccagccc agacatcctg cgccgcttgt ctgcgtcgcc ctcccaaatc 300 

gaagtctctg ccttgtcctc tgacccccaa agagagaatt ctcagccaca ggagcttcag 360 

aagccccagg agccccagaa gtcaccagag ccatctctgc cttcagcccc tcccaatgtc 420 

tccgaagaga agctccggtc actgtcgctg tccgagtttg aggaggggtc ttacggctgg 480 

aggaa 4 85 

<210> 24 

<211> 792 

<212> DNA 

<213> Homo sapiens 

<400> 24 

gggactggag aattgggaaa cttgatagcc ccttgtaatg ccaattgtaa ctgttcgcga 60 

tcatattatt atcctgtctg tggagatgga gtccaatatt tttctccctg ctttgcaggc 120 

tgttcaaacc cagttgcaca caggaagcca aaggtatatt acaactgttc ctgtattgaa 180 

aggaaaacag aaataacatc cactgcagaa acttttggtt ttgaagctaa agctggaaaa 2 40 

tgtgaaactc attgtgcgaa actgcccata ttcctttgca ttttctttat tgtaattatt 300 

tttaccttta tggccggtac tcctataact gtgtctatcc taaggtgtgt taatcacaga 360 

caacggtccc tagccttggg aatacaattt atggtccttc gattattagg aacaattcct 420 

ggaccaatta tatttggttt cacaatagac agcacatgta ttctttggga tataaatgat 480 

tgtggaatta aaggagcttg ctggatttat gataacatca agatggccca tatgctagta 540 

gccataagtg ttacttgtaa agttatcacc atgttcttca atggatttgc aatctttttg 600 

tataaaccac ctccatcagc cacagatgtg tcatttcata aagagaatgc agttgtgact 660 

aatgttttag cagaacagga tctcaacaaa atagtaaaag aagggtgaaa tgggaaaaga 720 

gaagactgtt ttacacctgg aaaatttacc tcgattttta agaacacaca ttgccatggc 780 

aggattatct at 7 92 

<210> 25 

<211> 2251 

<212> DNA 

<213> Homo sapiens 

<400> 25 

agggacctgg ctctgctgct ctgaagcacc ggagtcggga gaacccatcc agacatgaag 60 

agcgccaaag gtattgagaa cttggctttt gtcccctcca gcccagacat cctgcgccgc 120 

ttgtctgcgt cgccctccca aatcgaagtc tctgccttgt cctctgaccc ccaaagagag 180 

aattctcagc cacaggagct tcagaagccc caggagcccc agaagtcacc cgagccatct 240 

ctgccttcag cccctcccaa tgtctccgaa gagaagctcc ggtcactgtc gctgtccgag 300 

tttgaggagg ggtcttacgg ctggaggaac ttccatcctc aatgtctcca gcgctgcaac 360 

acacctggag gctttctgct tcactactgc ctcttggccg tcacgcaagg tattgtagtt 420 

aatggcctag taaatattag catttccact gttgagaagc gttatgaaat gaagagttcc 4 80 

ctgactggcc tgatttcatc aagctacgat atttcattct gtttgttgtc tttatttgta 540 

tcattctttg gtgaaagagg acataagccg agatggcttg catttgcagc ctttatgatt 600 

ggactgggag cacttgtatt ctcattgcca caatttttca gtggagaata taaattgggg 660 

tctctttttg aagacacttg tgtaacaaca aggaatagca ccagttgtac atcttcaact 720 

tcttcacttt ctaactactt gtatgtcttc atcttgggac aactattgct gggggcagga 780 

ggaactcctc tttatactct gggaacagcc tttcttgatg attctgtgcc cacacacaag 840 



tcttctctct atataggaac cggttatgct atgtcaatct taggccctgc tattggctat 900 

gtattgggag gacaactgct aaccatatac attgatgttg ctatgggaga aagcactgat 960 

gtcactgagg atgatccgcg atggttggga gcttggtgga ttgggtttct tctatcatgg 1020 

atctttgctt ggtctttaat aatacctttt tcttgctttc caaaacattt accaggtaca 1080 

gcagaaattc aagctggaaa aacttcccag gctcatcaga gtaatagtaa tgcagatgtg 1140 

aaatttggaa aaagtattaa agattttcca gctgctctaa agaatttgat gaagaatgct 1200 

gtctttatgt gtttagttct atcaacttct tcagaagcct taattactac tggatttgct 12 60 

acatttttac ctaaatttat agaaaatcaa ttcggattga catccagctt cgcagctact 1320 

cttggagggg ctgttttaat tcctggagct gctctcggtc aaattttagg tggcttcctt 1380 

gtttcaaaat tcagaatgac atgtaaaaac acaatgaagt ttgcactgtt cacatctgga 1440 

gttgcactta cgctgagttt tgtatttatg tatgccaaat gtgaaaatga gccatttgct 1500 

ggtgtatctg aatcatataa tgggactgga gaattgggaa acttgatagc cccttgtaat 1560 

gccaattgta actgttcgcg atcatattat tatcctgtct gtggagatgg agtccaatat 1620 

ttttctccct gctttgcagg ctgttcaaac ccagttgcac acaggaagcc aaaggtatat 1680 

tacaactgtt cctgtattga aaggaaaaca gaaataacat ccactgcaga aacttttggt 1740 

tttgaagcta aagctggaaa atgtgaaact cattgtgcga aactgcccat attcctttgc 1800 

attttcttta ttgtaattat ttttaccttt atggccggta ctcctataac tgtgtctatc 1860 

ctaaggtgtg ttaatcacag acaacggtcc ctagccttgg gaatacaatt tatggtcctt 1920 

cgattattag gaacaattcc tggaccaatt atatttggtt tcacaataga cagcacatgt 1980 

attctttggg atataaatga ttgtggaatt aaaggagctt gctggattta tgataacatc 2040 

aagatggccc atatgctagt agccataagt gttacttgta aagttatcac catgttcttc 



